Means of single cell-and population-derived measurements of cell-specific vRNA levels for segment 3 to 8 (a) and of virus titers (b). Cells were infected at an MOI of 10 and analyzed at 12 hpi for their virus yield by plaque assay and intracellular vRNA content by real-time RT-qPCR. Illustrations include data of multiple independent single-cell experiments (n=2 for segment 3, 4 and 8; n=5 for segment 5; n=1 for segment 6; n=3 for segment 7; n=8 for virus yield). Three independent experiments were performed for population-derived measurements. Error bars indicate standard deviations.
and b, and Figure 5a . nS indicates number of single cell measurements. 
Supplementary

Calculations for absolute quantification
Measurement data of serially 10-fold diluted RNA reference standards was utilized to generate calibration curves using linear regression, whereby c T values were plotted against log 10 numbers of vRNA molecules. Numbers of vRNA molecules (n molecules ) were 
